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Infrastructure– Expertise

Genomic Infrastructures
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DNA Sequencing

Whole Genome Seq

Targeted DNA-Seq

Exome Sequencing

ChIP-Seq

Methylome Seq

ATAC-Seq

Metagenome Seq

Metagenome 16S
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Whole Genome Seq
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Genome size

Size 40X (2x150bp) 100X (2x150bp)

100Mb- 10Gb 14 mln - 1.4e10 35 min - 3.5e10
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Sequenced Genomes
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Targeted Genome Seq

• Cardio

• Onco

• DNA Virus

etc
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Exome Sequencing
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Methylome Seq
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ChIP-Seq
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Targeted Sequencing



Some Methods

• FAIRE-Seq (Formaldehyde-Assisted Isolation of Regulatory

Elements): determine the sequences in the genome associated with

regulatory activity. Formaldehyde cross-linking is more efficient in

nucleosome-bound DNA than it is in nucleosome-depleted regions

of the genome. This method then segregates the non cross-linked

DNA that is usually found in open chromatin, which is then

sequenced. The protocol consists of cross linking, phenol extraction

and sequencing the DNA in aqueous phase.

• ATAC-seq (Assay for Transposase-Accessible Chromatin). Used to

study chromatin (complex DNA structure), namely its accessible

sites. ATAC-seq employs a mutated hyperactive transposase.

Transposons are believed to incorporate preferentially into genomic

regions free of nucleosomes (nucleosome-free regions).
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Metagenomics
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Metagenomics
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RNA Sequencing

RNA-Seq

Targeted RNA-Seq

• Ribosome profiling (Ribo-Seq)

• RIP-seq/CLIP-seq

miRNA-Seq

metaRNA-Seq
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RNA-Seq
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RNA-Seq of Olea europea cv Koroneiki



RNA-Seq of tomatoes
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PDO Tomato of Santorini vs cv Areti



RNA-Seq of Solanum eleagnifolium
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Ribo-Seq

Ribosome profiling is a recently developed high-throughput sequencing 

technique that captures approximately 30 bp long ribosome-protected mRNA 

fragments during translation
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RIP-seq

RNA immunoprecipitation (RIP-seq) done by targeting RNA binding 

proteins (RBPs).
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miRNA-Seq
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